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MEDICINA DE PRECISION

® Prevencion personalizada

e Diagndstico temprano

e T[ratamiento personalizado
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Transcriptomics in cancer

NAME Score (d) |Fold Change
CDKN1A 7.293381 8.52881
IER3 6.604542 9.58687
CLDN4 6.143392 12.59338
MGP 6.042143 11.92694
CYR61 5.963404 14.14644
CCND1 5.81044 4.19569
MFAP4 5.669498 4.72957
THBS1 5.320784 7.48274
NCAM1 5.225764 4.40534
SPON1 5.132213 5.07591
ITGA2 4.993107 5.75173
SDC1 4.912548 4.14633
CDK6 4.832969 4.9765
SERPINA1 | 4.729711 4.77472
VCAM1 4.548915 7.51315
PLAT 4.343935 4.67038
LGALS4 4.329811 8.02746
MMP7 4.278213 10.49796
CDH11 3.584822 4.06886
SLC6A6 3.510162 4.40454
EGR1 3.412777 6.0957
ITGB7 3.363828 4.85472
PLA2G2A 3.34781 5.44084
SPARC 3.28234 4.18674
COL1A1 3.057405, 4.10238
PTPN13 6.666291 16.83728
VTN 6.24666 29.45697
AFP 5.989687 7.32586
FN1 4.387389 6.96815
CDH2 4.27426 6.65518
ERBB3 3.612511 4.56694
GJA1 3.385175 5.62729
PLEKHC1 3.216 4.39301
CSPG2 3.108419 6.46532
COL4AS 2.712578 5.29875
SLC43A1 8.592381 7.82507
TFAP2C 7.696098 6.92366
NR6A1 6.584402 5.86151
IRX1 6.463142 5.60687
POUSF1 6.408556 5.45365,
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Transcriptomics in cancer: Bioplat
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I NoName

Name
CDC20
CCNB2
CCNBY
CONA2
BUB1B

BUB1

BIRCS

BCL2
AURKA

ASPM

¥ Messages

B 4~
22 vanvijver.csv

Name | Hatzis-GSE25066.csv
Author | Anonymous

22 Hatzis-GSE25066 csv

Genes | 50

o 2 GenBIRC5(332) i o

This window shows information when you click on a gene in any gene table (on your left side). In the first

= Yy e

© How can i do survival analysis? Select a wizard

GSN

Gene Entrez 1D GSM615280 GSMB15315
991 8A47768565409265 9.94264060554287 8.1623
9133 8.57947141991032 9.99448635588009 834551
a9 8,54357133978324 8.9117480981714  7.15079
890 7.74470725807216 8.9186512778345 7.7564(
m 6.35659665909742 7.97031932063843 6.1662§
699 6.8082264512036 7.23669710447556 7.51103
332 7.71475605620923 8.56546219554578 7.947i
596 6,93462421260632 7.17833182405896 7.9391€
6790 7.38268962322026 B8.86900468594173 7.70901
259266 7.64961587312199 8.04282610252428 6.5663%

Expression data Clinical Data Statistic Analysis
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Created at
10/20/17...

10/20/17...
10/20/17...
10/20/17...
10/20/17...

285M of

Message

You are succesfully connect to Bioplat Server

Creation of NoName{new gene signature. You can now, add genes usi
Genes added to the Gene Signature(51): AR, ASPM, AURKA, BCL2, BIRY
Dataset from file "C:\Users\matis\Desktop\silicon\datasets\mama 51¢
Dataset from file "C:\Users\matia\Desktop\silicon\datasets\mama 51¢

631M g .

Import Dataset from text file

¥ & Dataset
Import From Bioplat Cloud
# Import from TCGA project
= Import from TXT GEO file

v & Gene Signature

Create a gene signature

wsing the menu Window/views/Other../Gene.

}\e Cards RNAseq Atlas

% Gene expression and regulators anlaysis

& Generate a metasignature
& Import from databases
H Random gene signature

v & Patients

> Evaluate using Classifier

< Back
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is wi i when you cick
gene; the other tabs shows information provided bl

Bioinformatics c n ETI

Centro de Altos Estudios en
Tecnologia Informaética

FACULTAD DE TECNOLOGIA INFORMATICA - UAI
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Laboratorio de estudios genéticos

Médico
Genetista

Nutricionista /
WELLNESS deportologo
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Cursgs
GENETICA

9 Nutrigenomics

TRAINING

@ Oncogenomics

TRAINING
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1-Las instituciones de salud
no aprovechan la
informacién de los estudios
gendmicos.

2-Los médicos tienen
baja capacitacion en qué

pacientes derivar a
genética

Desarrollo integral de

1.
2.
<5

4.

BD gendémica

Ingestores bioinformaticos
Reglas de seguimiento
para pacientes con
variantes genéticas
Alertas en la historia
clinica

5-Reglas pacientes riesgo

aumentado

ajgn
genomir

Instituciones de salud
con historia clinica
electrénica cuyos
profesionales soliciten
estudios genémicos.
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Spin-off Research

(Gendmica)

(Transcriptomica y epigenomica)

genomiT elgeniaail

Multiomics

licE decodiPHI oursos

Zoigen genética genetica

omicsdatascience.org

genomit.com.ar
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